WO 03/020763 



65/81 



PCT/GB02/03986 



Figure 97 

atgaacgctggtgtcactcagaccccaaaattccaggtcctgaagacaggacagagc 
atgacactgcagtgtgcccaggatatgaaccatgaatacatgtcctggtatcgacaa 
gacccaggcatggggctgaggctgattcattactcagttggtgctggtatcactgac 
caaggagaagtccccaatggctacaatgtctccagatcaaccacagaggatttcccg 
ctcaggctgctgtcggctgctccctcccagacatctgtgtacttctgtgccagcagg 
ccgggactagcgggagggcgaccagagcagtacttcgggccgggcaccaggctcacg 
gtcacagaggacctgaaaaacgtgttcccacccgaggtcgctgtgtttgagccatca 




gaagca<_, ... 

taccccgaccacgtggagctgagctggtgggtgaatgggaaggaggtgcacagtggg 




gtctgcacagacccgci 
tgtctgagcagccgcctgagggtctcggccaccttctggcaggacccccgcaaccac 

ttccgctgtcaagtccagttctacgggctctcggagaatgacgagtggacccaggat 

agggccaaacccgtcacccagatcgtcagcgccgaggcctggggtagagcagactaa 
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A. Reducing conditions B. Non-reducing conditions 
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Figure 100 
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Figure 101 
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Data: Data1_B 
Mode): Hyperbl 

Chl A 2/DoF =1.81819 
R A 2 « 0.99513 
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Figure 102 

atgaacgctggtgtcactcagaccccaaaattccaggtcctgaagacaggacagagc 
atgacactgcagtgtgcccaggatatgaaccatgaatacatgtcctggtatcgacaa 
gacccaggcatggggctgaggctgattcattactcagttggtgctggtatcaotgac 
caaggagaagtccccaatggctacaatgtctccagatcaaccacagaggatttcccg 
ctcaggctgctgtcggctgctccctcccagacatctgtgtacttctgtgccagcagg 
ccgggactagcgggagggcgaccagagcagtacttcgggccgggcaccaggctcacg 
gtcacagaggacctgaaaaacgtgttcccacccgaggtcgctgtgtttgagccatca 
gaagcagagatctcccacacccaaaaggccacactggtgtgcctggccacaggcttc 
taccccgaccacgtggagctgagctggtgggtgaatgggaaggaggtgcacagtggg 
gtctgcacagacccgcagcccctcaaggagcagcccgccctcaatgactccagatac 
tctctgagcagccgcctgagggtctcggccaccttctggcaggacccccgcaaccac 
ttccgctgtcaagtccagttctacgggctctcggagaatgacgagtggacccaggat 
agggccaaacccgtcacccagatcgtcagcgccgaggcctggggtagagcagactaa 
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Figure 104 

A. Reducing conditions B. Non-reducing conditions 

kDa peak 1 peak 2 peak 1 peak 2 




WO 03/020763 PCT/GB02/03986 

71/81 
Figure 105 
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Figure 106 
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Data: Data1_B 
Model: Hyperbl 

Chi A 2/DoF =1.35265 
R A 2 = 0.99602 
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Figure 111 
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Figure 112 

ggatccagcatggtgtgtctgaagctccctggaggctcctgcatgacagcgctgaca 
gtgacactgatggtgctgagctccccactggctttgtccggagacaccggtggcgga 
tctctagttccacgcggtagtggaggcggtggttccggagacacgcgttagtaggtc 
gacggaggcggtgggggtagaatcgcccggctggaggaaaaagtgaaaaccttgaaa 
gctcagaactcggagctggcgtccacggccaacatgctcagggaacaggtggcacag 

cttaaacagaaagtcatgaactactaggatcc 



Figure 113 
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Figure 114 



ggatccagcatggtgtgtctgaagctccctggaggctcctgcatgacagcgctgaca 




ggacagaaggaagtggagcagaactctggacccctcagtgttccagagggagccatt 
gcctctctcaactgcacttacagtgaccgaggttcccagtccttcttctggtacaga 
caatattctgggaaaagccctgagttgataatgtccatatactccaatggtgacaaa 
gaagatggaaggtttacagcacagctcaataaagccagccagtatgtttctctgctc 




cl1 

agctgggggaaattgcagtttggagcagggacccaggttgtggtcaccccagatatc 
cagaaccctgaccctgccgtgtaccagctgagagactctaaatccagtgacaagtct 
gtctgcctattcaccgattttgattctcaaacaaatgtgtcacaaagtaaggattct 





aaci 

aacagcattattccagaagacaccttcttccccagcccagaaagttcctaagtcgac 
ggaggcggtgggggtagaatcgcccggctggaggaaaaagtgaaaaccttgaaagct 
cagaactcggagctggcgtccacggccaacatgctcagggaaeaggtggcacagctt 

aaacagaaagtcatgaactactaggatcc 



Figure 115 



ggatccagcatggtgtgtctgaagctccctggaggctcctgcatgacagcgctgaca 
gtgacactgatggtgctgagctccccactggctttgtccggagacaccggagacacc 
ggaaacgctggtgtcactcagaccccaaaattccaggtcctgaagacaggacagagc 
atgacactgcagtgtgcccaggatatgaaccatgaatacatgtcctggtatcgacaa 
gacccaggcatggggctgaggctgattcattactcagttggtgctggtatcactgac 
caaggagaagtccccaatggctacaatgtctccagatcaaccacagaggatttcccg 
ctcaggctgctgtcggctgctccctcccagacatctgtgtacttctgtgccagcagg 
ccgggactagcgggagggcgaccagagcagtacttcgggccgggcaccaggctcacg 
gtcacagaggacctgaaaaacgtgttcccacccgaggtcgctgtgtttgagccatca 
gaagcagagatctcccacacccaaaaggccacactggtgtgcctggccacaggcttc 
taccccgaccacgtggagctgagctggtgggtgaatgggaaggaggtgcacagtggg 
gtctgcacagacccgcagcccctcaaggagcagcccgccctcaatgactccagatac 
gctctgagcagccgcctgagggtctcggccaccttctggcaggacccccgcaaccac 
ttccgctgtcaagtccagttctacgggctctcggagaatgacgagtggacccaggat 
agggccaaacccgtcacccagatcgtcagcgccgaggcctggggtagagcagactaa 
gtcgacggaggcggtgggggtagaatcgcocggctggaggaaaaagtgaaaaccttg 
aaagctcagaactcggagctggcgtccacggccaacatgctcagggaacaggtggca 
cagcttaaacagaaagtcatgaactactaggatcc 
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Figure 116 
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